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Bacteria In, On, and Around You. Yale University Press.

Carlton, J. M., Deitsch, K., and Perkins, S. L., editors. 2013. Comparative Genomics of Malaria
Parasites. Hotizon Press.

Peer-reviewed Articles and Contributed Chapters:

(Reverse chronologic order. Student authors who were working under my mentorship are
underlined.)

75. Galen, S.C,, J. Borner, S.L. Perkins, and J.D. Weckstein. Phylogenomics from transcriptome
“bycatch” clarify the origins and diversity of avian trypanosomes in North America. In review.

74. Winterhoff, M. L., A. S. Achmadi, E. J. Roycroft, H. Handika, R. T. J. Putra, K. M. C. Rowe, S.
L. Perkins, K. C. Rowe. 2020. Native and introduced trypanosome parasites in endemic and
introduced rodents of Sulawesi. Journal of Parasitology 106: 523-536.

74. Speer, K.A., N.M. Dheilly, and S.L. Perkins. I press. Microbiomes are integral to conservation of
parasitic arthropods. Biological Conservation. 108695.

73. Siao, M.C,, J. Borner, S.L. Perkins, K.W. Deitsch, and L.A. Kirkman. 2020. Evolution of host
specificity by malaria parasites through altered mechanisms controlling genome maintenance. mBio
11:¢03272-19.

72. Galen, S., Borner, J., Williamson, J., Witt, C., Perkins, S. 2020. Metatranscriptomics yields new
genomic resources and sensitive detection of infections for diverse blood parasites. Molecular
Ecology Resources 20:14-28.

71. Dheilly, N. W, J. Martinez, K. Rosario, P. J. Brindley. R. Fichorova, J. Kaye, K. Kohl, L. J.
Knoll, J. Lukes, S. L. Perkins, R. Poulin, L. Schriml, and L. R. Thompson. 2019. Parasite
Microbiome Project: Grand Challenges. PLoS Pathogens 15(10):e1008028.

70. Galen, S. C., K. Speer, and S. L. Perkins. 2019. Evolutionary lability of host associations

promotes phylogenetic overdispersion of co-infecting blood parasites. Journal of Animal Ecology
88:1936-1949.

09. Perkins, S. L. 2018. Parasitology: diversity and inclusion for the future. Journal of Parasitology
104:579-583.

68. Galen, S.C., R. Nunes, P.R. Sweet, and S.L. Perkins. 2018. Integrating coalescent species
delimitation with analysis of host specificity reveals extensive cryptic diversity despite minimal




mitochondrial divergence in the malaria parasite genus Lencocytozoon. BMC Evolutionary Biology.
18:128.

67. Ingala, M., N. B. Simmons and S. L. Perkins. 2018. Bats are an untapped system for
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64. Ingala, M.R., N. Simmons, C. Wultsch, K. Krampis, K.A. Speer, and S.L.
Perkins. 2018. Comparing microbiome sampling methods in a wild mammal: fecal and intestinal
samples record different signals of host ecology, evolution. Frontiers in Microbiology 9:803.
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Epauletted fruit bats display exceptionally high infections with a Hepatocystis species complex in
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(Apicomplexa: Adeleorina) in bats. Journal of Parasitology 99:722-724.
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ambiguous taxa: a survey of the malaria parasites of Hispaniola. International Journal for
Parasitology 41:967-980.

41. Valkiunas, G., R. W. Ashford, S. Bensch, R. Killick-Kendrick, and S. Perkins. 2011. A cautionary
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20. Burke, R. L., S. R. Goldberg, C. R. Bursey, S. L. Perkins, and P.T. Andreadis. 2007. Depauperate
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1. Gill, D. G,, L. Chao, S. L. Perkins, and J. B. Wolf. 1995. Genetic mosaicism in plants and clonal
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Book Reviews
Perkins, S. L. 2016. Living in a microbial world. Review of: I Contain Multitudes: The Microbes Within
Us and a Grander View of Life by Ed Yong. Science 353:450.

Perkins, S. L. 2011. Book Review: Beyond Cladistics: The Branching of a Paradigm. Systematic Biology
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e DPresident of the AMNH Scientific Senate, 2016-1018.

e Appointments and Promotions Committee, 2012-2014 (elected chair both years), 2016-2018
(chair, 2017).

e Member, CUNY Graduate Center EEB Subprogram Committee, 2013-2019.

e Member, Roosevelt Memorial Fund Committee, 2012-2018.

e President, American Society of Parasitologists, 2017-2018.

e Council Member, Society for Systematic Biology, 2013-2016, 2019-2021.

e Associate Editor for Protozoan Systematics, Journal of Parasitology 2005-2016.

e Invited speaker, NYC March for Science, 2018.



